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Isolation and Characterzation of Hyperthermophilic
Bacteria from a Deep-sea Hydrothermal Vent System.

Tetsuo KOBAYASHI** Koki HORIKOSHI**

“SHINKAITI 2000, a manned submersible, was used to collect sediments
and rocks on a hydrothermal vent system at Theys Small Ridge at the Middle
Ckinawa Trough, After enrichment and purification by repeated serial dilu-
tion, two hyperthermophilic bacteria wers isolated. These bacteria, desig-
nated as strain DT5432 and 5433, grew anaerobically and had coccoid shapes.
They were motile and showed upper lmit temperature for growth at 90°C
and 92°C, respectively. DT5432 and 3433 required MNaCl and elemental sulfur
for their growth, and contained ether core lipids as a major membrane lipid,
suggesting that they belong to marine sulfur-dependent hyperthermophilic
archacbacteria, The restriction enzyme patterns of 165 rDMNAs of these
strains coincided with that of Thermococcus celer, indicating that these straing
belong to the family of Thermococcaceae. G + C contents of these siraing
{52.29 for DT3432, 49.6% for DT35433) were relatively close to that of T.
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stetteri (509}, however, total DNAs of these strains did not show any homol-
ogy to that of T. stefferd, suggesting that they represent new species of the

genus Thermococcs,
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Fig. 3 Effect of MaCl congentration on specific growth
rates of DTH43Z and S433.
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